Increasing Similarity

Cluster Analysis

HAHU

HAHO HBHO MYWHP P1LHB LGHB

H A H U H B H U H A H O H B H O M Y W H P

P1 L H B L G H B

HBHU 21.1 32.9 20.7 11.0 9.3 7.1

19.7 39.0 9.8 8.6 7.3

20.4 10.3 9.6 7.5

9.7 8.4 7.4 7.0 7.3 4.3

HBHO

HBHU

HAHO

HAHU

MYWHP

P1LHB

LGHB

HAHU

H A H O HAHU HAHO

Dynamic Programming

HBHU

H B H O HBHU HBHO

Dynamic Programming

Alignment

HBHO

HBHU

Dynamic Programming

HBHO

HBHU HAHU HAHO

HBHO

HBHU HAHU HAHO

M Y W H P Dynamic Programming

HBHO

HBHU HAHU HAHO

New Gap

MYWHP

etc.

M ul tip le A lig nm en t

New Gap

New Gap