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1. Short Guide (two pages) 
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How to run JPred 
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1.	Paste	protein	
sequence	

2.	Push	to	submit…	
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Short Guide 
•  Submitting a single sequence for 

prediction is very easy: 
• Cut-paste the query sequence into 
the “Input sequence” field on the 
main page 
• Push “Make Prediction” button 

•  For more details on the format, 
process and results – see the 
more detailed tutorial below, as 
well as other tutorials and the 
Help/F.A.Q. JPred pages 
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2. Detailed step-by-step tutorial 
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Submission 
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1.	Jpred	home	page	URL		

2.	Cut-paste	the	input	sequence	into	
the	window.	

	
Jpred	requires	input	as	either	a	single	
sequence,	cut	and	pasted	into	the	text	
box,	or	a	mulKple	sequence	alignment	
uploaded	as	a	file	(see	the	following	
pages).	It	is	important	not	to	cut	and	

paste	a	mulKple	sequence	alignment	as	
the	formaQng	can	get	messed	up.	

When	pasKng	in	a	sequence,	do	not	
add	any	comment	or	descripKon	lines,	

but	spaces	and	carriage	returns	are	
allowed.	You	can	also	upload	single	

sequences	as	files.	
	

The	upload	opKon	takes	precedence	if	
both	inputs	have	been	filled.	

Please	cite	JPred	if	you	use	it	
in	your	work.	

3.	Push	the	“Make	PredicKon”	
buZon		
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Searching the PDB 
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1.	By	default	Jpred	searches	the	PDB	
before	doing	a	predicKon.	If	your	

sequence	has	sequence	similarity		to	a	
protein	of	known	3D	structure	you	

should	reconsider	the	uKlity	of	making	
a	predicKon.	

	
The	PDB	is	never	searched	with	

alignment	or	batch	queries	so	this	
opKon	is	ignored	for	those	input	

types.		

2.	Even	if	a	PDB	search	yielded	results	
you	can	force	JPred	to	conKnue	by	

pushing	the	buZon		
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Advanced options 
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1.	Click	to	show	advanced	opKons		

2.	Click	to	select	input	format	(default	
is	“Raw/Fasta”	which	is	suitable	for		

submission	of	single	sequences)		

3.	Select	this	to	skip	the	PDB	search	
(see	the	previous	page.)		

4.	Providing	an	(opKonal)	e-mail	address	means	you	will	be	
noKfied	of	the	fate	of	your	job.	A	simple	summary	of	the	

result	will	be	emailed	to	you	when	the	predicKon	is	
complete.	Please	make	sure	your	e-mail	is	valid	and	correct	

as	the	Jpred	server	will	not	check	the	validity	of	it.	

5.	Provide	a	(opKonal)	name	with	which	to	idenKfy	your	
predicKon.	If	no	name	is	provided	a	randomly	generated	one	

will	be	used.	Query	names	can	only	be	made	up	of	
alphanumeric	and	'_'	characters.	Invalid	characters	will	throw	
up	an	error.	This	opKon	is	probably	not	very	useful	if	not	used	

in	conjuncKon	with	an	e-mail	address.	
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Tool-tips 
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Wherever	on	the	site	you	see	“(?)”	–	if	you	hover/
click	on	it	–	a	tool-Kp	help	will	appear.		

	
When	the	text	of	the	help	is	long	–	you	may	see	

“show/hide	more…”	clicking	on	this	will	toggle	the	
display	of	more	text.	

	
The	tool-Kp	will	disappear	shortly	aher		moving	the	

cursor		off	the	tool-Kp	field.	
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Job URL, submission/progress 
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1.	URL	once	job	has	started.	Note	the	format:	it	is	
JPred	main	URL,	followed	by	/cgi-bin/chklog?NAME,	

where	‘NAME’	–	is	the	JPred	generated	random	name	
for	your	job.	

You	can	bookmark	the	URL	and	come	back	to	it	
within	two	days	(the	Kme	the	JPred	server	stores	

results	for	you).		
If	you	keep	the	page	open	–	it	will	automaKcally	

reload	showing	the	job	progress	and	eventually	–	
results.	

2.	JPred	esKmates	how	busy	is	the	
computer	cluster	and	informs	you	on	

where	your	job	is	in	the	list.		

3.	At	any	stage	of	submission/running	of	
the	job,	if	you	realize	that	a	mistake	was	
made	and	you	like	to	cancel	(re-submit)	a	

job	–	you	may	delete	the	current	job.		
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Job URL, submission/progress 
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Job	is	in	progress…	
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Summary email 
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If	you	provide	an	(opKonal)	email	address,	
you	will	receive	an	email	with	a	short	results	
summary	and	a	link	to	all	the	results	and	files	

produced.		
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Results summary page 
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1.	Clicking	on	the	link	in	the	summary	email,	or	using	the	URL	from	the	job	
status/progress	–	see	previous	pages,	or	simply	keeping	the	job	status/
progress	page	open	–	will	provide	you	with	the	results	summary	page.			

2.	One	of	the	new	addiKons	in	JPred4	–	is	the	SVG	image	of	results	
summary	generated	using	Jalview	(see	jalview.org).	

Let’s	go	through	results	JPred	produces	one	by	one.	
NOTE:	the	screenshots	shown	are	only	parts	of	the	

results.	

3.	You	may	download	all	(but	*.PS)	results	files	
using	the	link	to	the	*.TAR.GZ	archive	for	your	job	
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Jalview generated SVG 
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For	more	details	on	Jalview,	and	Jalview	tutorials,	
please	visit:	hZp://www.jalview.org/		
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1.	Characters	'E',	'H',	'B'	and	'-'	represent	
extended	(E),	helical	(H)	and	other	(-)	types	
of	secondary	structure	respecKvely.	In	the	

solvent	accessibility	predicKons	they	
represent	buried	(B)	and	exposed	(-)	for	

each	of	the	0%,	5%	and	25%	solvent	
accessibility	cut-offs.		

…		
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Results: simple summary 
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Results summary in PDF 
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Results directory 
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You	can	find	all	the	files	overviewed	in	this	tutorial	and	
more	in	the	results	directory	(linked	from	the	results	

summary	HTML	page	as	well	as	archived	and	available	for	
download	in	*.TAR.GZ)	

	
The	README	file	explains	what	each	of	the	files	contains.		
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README 
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README	file	documents	
results	files	descripKons.		
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Jalview Desktop Application 
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1.	Clicking	on	“View	results	in	Jalview”	will	take	
you	to	a	separate	page,	which	runs	the	Jalview	

Java	Desktop	(you	will	need	a	browser	that	
supports	Java	1.6,	this	includes	most	modern	

browsers,	and	Java	installed	on	your	computer)	
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Jalview Java Applet 
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1.	Similarly,	clicking	on	“View	results	using	in-
browser	Jalview	Java	applet”	will	take	you	to	a	

separate	page,	which	runs	the	Jalview	Java	
Applet	(you	will	need	a	browser	that	supports	
Java	1.6,	this	includes	most	modern	browsers,	

and	Java	installed	on	your	computer)	

2.	Allow	Java	applet	to	run	and	push	“Start	
Jalview”.		
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Jalview Java Applet 
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For	more	informaKon	and	
tutorials	on	Jalview	please	visit	

hZp://www.jalview.org/		
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JPred help 
• For help on JPred please 

email: 
• www-jpred@compbio.dundee.ac.uk  
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